Blank GML Generator (nput files)

This Gadget generates blank gml file from a list of
metabolites and that of associations between the
metabolites. A blank gml file from this gadget will be
used as input for “Multiomics Data Mapper” gadget.
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File is displayed here

Click the “Launch” bottom to make
blank gml file after data upload
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perl blank_aml_generator.pl compounds_list. txt metabolic_network. txt Launch

The gadget require two input files;
(1) a table for metabolites (e.g., compounds_list.txt)
(2) network composed of links between two metabolites (e.g.,

metabolic_network.txt)

Sample File:

Sample file to test is available under Samples > BlankGML
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Resultant merged gml is shown
in the result panel



